Appl.No. 09/977,261 
Atty. Dkt. No. 034536-0219 
(formerly 038602/1259) 

REMARKS 

Claims 14 and 20 are pending. Claims 15 and 31 have been canceled without 
prejudice or disclaimer and solely for the purpose of expediting prosecution. Claims 3-6, 8-9, 
12-13, 16-19, 21-22, 24-25, and 27-28 were previously canceled. Claims 1-2, 7, 10-11, 23, 
26, and 29-30 are withdrawn. Claims 14 and 20 have been amended to recite that the isolated 
recombinant megakaryocyte tyrosine kinase 1 , or fusion protein thereof, has the amino acid 
sequence of SEQ ID NO. 2. Support for this amendment is found throughout the 
specification; see, for instance, the legend for Figure 9 at page 9 of the specification and the 
third and fourth paragraphs of page 13. 

II. Applicants overcome the Examiner's rejections 

1 . The Examiner states that "[T]he title of the invention is not descriptive." 
Office Action at page 2. Applicants have amended the title to reflect that the claimed 
invention is directed to a "Novel Megakaryocyte Protein Tyrosine Kina ses Kinase 1." 

2. The Examiner states that "[T]he abstract of the disclosure is objected to 
because the abstract is in two paragraphs." Office Action at page 2. Accordingly, Applicants 
have combined the two paragraphs into one and have appended a clean copy of the abstract, 
on a separate sheet, to this paper. 

3. Applicants have amended page 1 of the specification to relate the lineage of 
the present application, i.e., that it is a divisional application of U.S. application serial no. 
08/232,545, filed on April 22, 1994, now U.S. patent No. 6,506,578. Applicants also have 
submitted an Application Data Sheet conveying this lineage. 

4. The Examiner rejected claims 14, 15, 20, and 31 under 35 U.S.C. § 1 12, 
second paragraph for (a) reciting "an isolated recombinant MKK1" in claim 14; (b) reciting 
Figures 1 A, IB, and 1C for the sequence of MKK1 in claim 15; and (c) for reciting "MKK1 
protein." Office Action at page 3. 

Applicants have amended the claims to recite a "megakaryocyte tyrosine kinase 1" 
and to specify that the megakaryocyte tyrosine kinase 1 protein has the amino acid sequence 
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of SEQ ID NO. 2. For these reasons, Applicants respectfully request that the Examiner 
withdraw these rejections. 

5. The Examiner rejected claims 14 and 20 under 35 U.S.C. § 112, first 
paragraph as lacking written description, because "the specification does not disclose all the 
MKK1 polypeptides." Office Action at page 4. 

Applicants have amended claims 14 and 20 to recite that a megakaryocyte tyrosine 
kinase 1 protein has the amino acid sequence of SEQ ID NO. 2, for which there is sufficient 
written description support. The Examiner acknowledges that "the specification discloses 
MKK1 polypeptide of SEQ ID NO. 2. This meets the written description and enablement 
provisions of 35 U.S.C. § 1 12, first paragraph" (emphasis added; Office Action at page 4). 
Accordingly, Applicants submit that there is written description for the presently claimed 
invention and respectfully request that the Examiner withdraw this rejection. 

6. The Examiner rejected claims 14 and 20 under 35 U.S.C. § 1 12, first 
paragraph as lacking enablement because "the lack of description of the various MKK1 forms 
in the specification does not enable one of skilled in the art [to] make and/or use the 
invention." Office Action at page 6. 

Applicants' amendment overcomes the rejection for the reasons cited in the previous 
subsection, which also is in keeping with the Examiner's acknowledgement that an MKK1 of 
SEQ ID NO. 2 is enabled. See page 7 of the Office Action. Accordingly, Applicants submit 
that the presently claimed invention is enabled and respectfully requests that the Examiner 
withdraw this rejection. 

7. Claims 14 and 15 are rejected under 35 U.S.C. § 102(a) as being allegedly 
anticipated by Bennett et a/., J. Biol Chem., 269(2), pp. 1068-74, January 14, 1994, or 
Sakano et al. 9 Oncogene, 9(4), pp. 1155-61, April, 1994. Office Action at pages 8 and 9. 

Applicants have filed herewith a declaration executed by Ricardo Martinez, a research 
scientist who was employed at Sugen, which is a collaborator of the assignee of the present 
application (Max-Planck). Dr. Martinez attests that he sequenced the claimed megakaryocyte 
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tyrosine kinase 1 before the publication date of Bennett et al. Since the declaration antedates 
both of the cited references, neither is available as prior art against the present claims. 
Accordingly, none of the claims are anticipated and, thus, this rejection is moot. 

8. Claims 20 and 31 are rejected under 35 U.S.C. § 103(a) as being allegedly 
unpatentable over Bennett et aL, supra, or Sakano et aL, supra, in view of Maniatis et al., 
1982, pages 422-430. Office Action at page 9. 

For the reasons cited in the preceding subsection, Ricardo Martinez's declaration 
evidences Applicants' isolation and identification of the DNA and amino acid sequences of 
megakaryocyte tyrosine kinase 1 prior to Bennett et al. and Sakano et aL Accordingly, 
neither may be combined with the referenced Maniatis publication. Therefore, none of the 
claims are rendered obvious and, thus, this rejection is moot. 

III. Conclusion 

Applicants believe that the present application is now in condition for allowance. 
Favorable reconsideration of the application as amended is respectfully requested. The 
Examiner is invited to contact the undersigned by telephone if it is felt that a telephone 
interview would advance the prosecution of the present application. 



FOLEY & LARDNER LLP 

Customer Number: 22428 

Telephone: (202) 672-5475 
Facsimile: (202) 672-5399 



Date 





Beth A. Burrous" 
Attorney for Applicant 
Registration No. 35,087 
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TSKKTaconsensus 4/1^aMT > 2053)Sfte and Sequence 
Enzymes: All 335 enzymes (No Filter) 
Settings: Linear, Certain Sites Only, Standard Genetic Code 



! .■''■Vi''-V'"^'-. , ^ji^'ll_ 



GTGCAGCGGGACGCTCGGGTGTGCAGCCGGCTCGCGGAGGCCTCCTGGBGGGGGGSGCSCGfiGCGCGGGT L^l- 

! i - - | — ■ . I | .... i .... | ■ . .. i ■ ... | .... i v ■ ■ | ■ i i ■ i ■ .. . » I 70; 

CACGTCGCCCTGCGAGCCCACACGTCGGCCGAGC6CCTCCGGAGGACCCCCCCCCSCGSGCCCGCGCCGA 



Ortiyjonce 



Below 



SUG#301 



c 



SUG3313 



V 0 RDA R V C S R L A E A SW.G6 ? ? G R G 
CSGTLGCAAGSRRPPGGG??G A A 
CAAGRSGVOPARGGLL G GGA RARL 

I ... i , - * ■ - t « 1 ■ 1 

r.RRGGGCGCCCCYTRAGCAGAAAACAGGRAGAACCAGGCTSGGTCHAGTGGCACCHA GCTCCCTACYTCY - 

1 i > I ■ ■ ■ ■ » ' ■ ■ ■ 1 ■ ■ ' 1 1 1 ' ' I ' ' 1 1 1 ' ' ' ' 1 1 ' ' * 1 

CCCCGCGGGGRAYTCGTCTTTTGTCCYTCTTGGTCCGASCCAGKTCACCGTGGKTCGAGGGATGRAGR 



140 



GC 



Bekiw 



SUG#301 



SUG3313 



S GAP??GKTGRTRLG?VAP S SL ?? 
R G R P L S R K Q ? E P G ? V ? W H ? A P Y ?^ 
G G A P - AE NR?NGA?SSGT?L P I S 
... i - „ , ■ — . ■ . - .... i .. .■ .... I ■■■■ ■ ■■■ ■ i ■ ■ ■ . i ■ * ■ ? ' ■ ■ . . i « . ■ ■ 



KG 



TGCHAGCCGCCTKGCCTGTGGCAGGCCAWTCCCARCGKYCCCGA CTGTGACCACTTGCTCAGTGTGCC ^ [_ 



KCACGKTCGGCGGAMCGGACACCGTCCGGTWAGGGTYGCMRGGGCTGACACTGGTGAACGAGTCACACGG 



Below 



SUG3301 



SUG#313 



V?AA7PVAG?SQR?RL - PLA QC A 
7 c ? P P 7 LWQA ? P ? ? P DC D H L L S V P 
? A S R L A C G R P ? P ? ? P T V T T C S V C^- 




ftt*»*W~#»l* Mb. 
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TCTCAC?DGYCYCA^ 

Sgshcrgrgthaaagggagachccccgctatccgcsccgctccb 



280 



suaaoi 



3UGS313 



SUG3304 



c 



SUGS304 



S H ? ? ? f P S ? G R . A ? R E G A \ > M F p G G H 
L T ? ? ? F P L , ? G D R R G t A ft Q j 
LS????SL?G A 1 G ? A K L o j _ ^ 

TTrACGGCT GTGATTCTGCTGAGGAACTTCCCCGGGTGAGCCCCCGCTTCCTCCGAGCCTGGCACCCC CC ^ 
AAGTGCCGACACTAAGACGACTCCTTGAAGGGGCCCACTCGGGGGCGAAGGAGGCTCGGACCGTGGGGGG 



One_sfrand 



c 



SUG#313 



SUG#313 



SUGS304 



SUGS304 



FHG CDSAEEI.PRVSPRFL R A W H P P 
F T AVILLR NFPG. APASSEPGT P 
S R L . F C . GT SPG EPPL P P S L A P P 

, -- * ■ .... I .... 1 , ■ ■ I ■ . — » ' 

TCCCGTCTCAGCCAGGATGCCAACGAGGCGCTGGGCCCCGGGCACCCAGTGTATCACCAAATGCGAGCAC 

. . ! , | ■ I I 1 ■ ■ ■ ■ 1 ' ' 1 1 ' ' " ' " " I ' ' " ' " " 1 " " 1 " " 1 " " 1 " " ^ " " 1 " " ' ' ^ U 

AGGGCAGAGTCGGTCCTACGGTTGCTCCGCGACCCGGGGCCCGTGGGTCACATAGT6GTTTACGCTCGTG 



One Strand 



SUG3313 



SUGS313 



SUGS304 



c 



SUG3301 



PVSARM PTRRWAPGTOC ] TK C EH 
LPSQPGCOR GAG P R A P S V S P N AST 

SRLSOOANEA LGPGH PVY HQHRA 

* ■ ....... . ■ . ,....«. . . . . . . . . . — 



PRO' 
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MKK1-3 consensus 4/12 Map {1 > 2053)Sfte and Sequence 



ACCCGCCCCAAGCCAGGGGAGCTGGCCTTC^ ^ 
TGGGCGGGGTTCGGTCCCCTCGACCGGAAGGCGTTCCCGCTGCACCAGTGGTAGGACCTCCGGACGCTCJ V' f 



One strand 



Below 



SUG3313 



SUG#313 



SUG3304 



SUG#301 



T R P K P G E L A F R K G D V V T I L E A C* E 
P A P S O G S W P S A R A T W S P S W R P A R 
HPPQARGA6LPQGR RGH HPG GL RE 

. < , ..... - m * - ■ . 1 ■ ■ ■ 1 i ■ ■ ■ 1 ■ ■ ■ ■ 1 ■ V ' * / 

acaagagctggtaccgcgtcaagcaccacacc^ 56Q 

TGTTCTCGACCATGGCGCAGTTCGTGGTGTGGTCACCTGTCCTCCC.CGACGACCGTCGACCCCGCGACGC 



Betow 



SUG8313 



SUG#313 



SUG#304 | 



8UG3304 



SUG3301 



c 



SUG8301 



N K S W Y R V K H H T S G Q E G L L A A G A L R 
T R A G T A 3.5 T T P V 0 R R G C W 0 L G R C 
Q E L V P R O A P H O W T G G A A G S W G A A^ 



GGAGCGGGAGGCCCTCTCCGCAGACCCCAAGCTCAGCCTCATGCCGTGGTTCCAC GGGAAGATCTCGGGC 

) ^ , , , | , , , , t , . . , | . . , , | 1 t T T 1 - - - ■ 1 * * * | ■ ■ * * ■ . ■ | ■ I ■ I 1 I 1 i » l ■ ■ ■ ■ 1 I ■ ' I I DOU 

CCTCGCCCTCCGGGAGAGGCGTCTGGGGTTCGAGTCGGAGTACGGCACCAAGGTGCCCTTCTAGAGCCCG 



Below 



SUGS313 



SUG#313 



SUG3313 



SUS3304 | 



c 



SUG#293 



Above 



SUGS301 



SUGS301 



: : ■ ~> 

....... .c 

* . 

E R E A L S A D P K L S L H P W > H G K I S G 
G S G R P S P 0 T P S S A S C R G S T G R S R A 




oaptru 
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PR0 ^!5, l5 Map ( I > ?053}Site and Sequent 
G JSZ G P L R R P 0, * 0 p ,; " 

/■ - ■ - - • ■ • I ■ ■ ■ 1 * 



MKK1 



HAVVP REDLG 




700 



SUGK13 



SUG3313 



SUG3313 



SUG8293 



Above 



SUGS301 



SUGS301 



SUG#313 



c 



SUGS293 



QE AVOQLQ PPEOGLFLVRE.SARH 
RR LSSSCSLPRHGCS WCGSP RAT 
PGGCPA AAA SRGWAVPGAGV R A P P 

, , ■ » - - i . . . ■ . ■ . i . ■ ■ 1 . ■ » ■ ■ • ■ I .... 1 ■ ... 1 

CCGGCGACTACGTCCTGTGCGTGAGCTTTGGCCGCGACGTCATCCACTACCGCGTGCTGCACCGCGACGG 



4- 



1 ■ ■ ■ ■ i ■ > ■ I ■ ■ ■ ■ i ■ ' ■ « I 770 



GGCCGCT6ATGCAGGACACGCACTCGAAACCGGCGCTGCAGTAGGTGATGGCGCACGACGTGGCGCTGCC 



SUGS313 



SUGS313 "1 



SUG3313 



SUGS313 



SUGS293 



Above 



SUG33D1 



SUS8313 



SUG#293 



PGDYVLCVSFGRDVIHYRVL HRDG 
P ATTSCA. ALAATSSTTAC C TAT 
RR L R P V R EL WP R R H PL P R A A P R R 




PR04 
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MKK1-3 oonsensus 4/12 Map (1 > 2053)Sfte and Sequence 



CCACCTCACAATCGATGAGGCCGTGTTC^ ^0 ~ 
GGTGGAGTGTTAGCTACTCCGGCACAAGAAGACGTTGGAGTACCTGTACCACCTCGTAATGTCGTTCCTG > ^. 



SUGS313 



SUG#313 



SUG831S 



SUG#293 



Above 



c 



SUGS313 



SUGS313 



SUGS293 



HLT I D E A V F F C N L H D H V E. H Y S K ,p 
A H T L S □ S H R P C S S A T S W T W « S MART. 
P P H N R - GRVL LOP HGH G G A L 0 0 G 

»- , - . ... 1.. ■■■■ ■ i ■ ■ ■ ■ 1 ■■■■■■■■» 

AAG GGCGCTATCTGCACCAAGCTGGTGAGACCAAAGCGGAAACACGGGACCAAGTCG6CCGAGGAGGAGC ^ 
TTCCCGCGATAGACGTGGTTCGACCACTCTGGTTTCGCCTTTGTGCCCTGGTTCAGCCGGCTCCTCCTCG 




K G A I C T K L V R P K R K H G T K S A E E E 
R A L S A P S W . D OS G N T G P S R P R R S 
0 G R Y L H O A G E T K A E T R P. 0 V G ,* . * 

T GGCCAGGGCGGGCTGGTTACTGAACCTGCAGCATTTGACATTGGGAGCACAGATCGGAGAGGGAGAGTT ^ 

accggtcccgcccgaccaatgacttggacgtcgtaaactgtaaccctcgtgtctAgcctctccctctcaa 




L A P A G W 
W p G R A G T 



L T L 



6 A, 0 I G E G E F 



T 'C 



GOG 



G L V T E PA 



si: H W E 

A F D I G 



H R S E R E S 
S T 0 R R G R V 



^tgvcctgcagggtmg^^ 1050 



4: 



SUGS313 



SUG#313 




Above 



SUGS313 



SUGSZ8Z 



SUG2313 



SUG3301 



W S C P A G V P G A K G G R E E V 0 V ■ C 7 

6CCCAGGCCTTCCTGGACGAGACGGCCGTCATGACGAAGATGCAACACGAGAACCTGGTGCGTCTCCTGG 
CGGGTCCGGAAGGACCTGCTCTGCCGGCAGTACTGCTTCTACGTTGTGCTCTTGGACCACGCAGAGGACC 



SUGS313 



SUG3313 



SUG22&2 



SUG329J 



c 



SUGS304 



Above 



SUG3313 



SUG2282 



SUGS313 



Send 



SUGS301 



A O AF LDETA VHTKHOHEN LV R L L 
PRPSWTR RPS. RRCNTRTWC V S W 
SPGLPGRDGRH DEDATREP G A SP G 

■» * «- . . . . ■ L. 



mkki-3 consensus 4/12 Map (1 > 2053)Site and Sequence 



GCGTGATCC TGCACCAGGGGCT6TACATTGTCATGGAGCAC^ 
CGCACTAGGACGTGGTCCCCGACATGTAACAGTACCTCGTGCACTCGTTCCCGtTGGACCACTTGAAAGA: .; 



SU6S313 



SUGS313 



| SUSS304 



SUBS282 




SUC5S301 



P v 1 L H Q G L Y 1 V M E H V S K G N L V N F L 
A S C T R G C T L S W S T . A R A T V T F 

R " 0 P A P G A V H C H G A R E 0 G Q P G E t_ S 

SCGGACCCGGGGTCGAGCCCTCGTGAACACCGCTCAGCTCCTGCAGT ^ 
CGCCTGGGCCCCAGCTCGGGAGCACTTGTGGCGAGTCGAGGACGTCAAAAGAGACGTGCACCGGCTCCCG 



SUGS313 



SUGS304 



SUG#282 



SUG8304 




SUG#313 



5"end 



0 c 



SUG#304 



r T R G R A L V N T A 0 L L O F 5 L H V - A Ei 6^ 
r n P G V E P S . T P L S S C S F L C T W P R A 
C A D P G S S PRE H R S A P A V F S A R G R G 

' 1 ■ ■ ■ ■ 1, 1 _ 



Slgntd 




10 



Pages 



" aTGGAGTACCTGG AGAGCAAGAAGCTTGTG CACCGCGACCTGGC^l f % , , ^ 



S^GCTGGACCGGCGGGCGtTGTAGGACCAGAGTCTCC . _ 



TACCTCA 




A CCTGGTGGCCAAGGTCAGCGACTTTG6CCTGGCCAAAGCCGAGCGGAAGGGGCTAGACTC ^ 
TGGACCACCGGTTCCAGTCGCTGAAACCGGACCGGTTTCGGCTCGCCTTCCCCGATCTGAGTTCGGCCGA 



SUG3313 



SUGS304 



C 



SUGS304 



SUGS304 



Above 



SUGS304 



SUG&282 




SUGS313 



| SUGS282 



SUG#304 



SUG83M 



MKK-1 



DLVAKVSDFGLAKAERKGLDSSRL 
TWWPRSATLAWPKPSGRG. T Q A G 
PGGOGORLWP GGSRAEGARLKPA 

■ ■ * — - , t i * 



Signed 



Signed 
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MKK1-3 consensus 4/12 Map (1 > 2053)S!te and Sequence 



GCCCGTCAAGTGGACGGCGCCCGAGGCTCTCAAACACGGGAAGTTCACCAGGAAGTCGGATGTCTGGAGT 
1 1 i ■ 1 1 ■ - - t I | .... i i i . . ■ ■ 1 1 ■ . ■ i . ■ ■ ■ i ■ ■ ■ ■ i 1470 

CGGGCAGTTCACCTGCCGCGGGCTCCGAGAGTTTGTECCCTTCAAGTGGTCGTTCAGCCTACAGACCTCA : 



Below 



SUGS3Q4 



SUG3304 



Above 



2 



SUG#304 



SUG3313 



SUG#282 



SUG#304 



1 



SUG&304 



MKK-1 



P V K W T A P E A L K H G R F T S K S D V W S 
C P S S G R R P R L SNTGS'SPAS R H S G V 
A R0VDGARG SQTREVHQO VGC LE 

. I - ■ . t... I ... I . ... I .... I »■■■ ■ ■■■■ » 

TTTGGGGTGCTGCTCTGGGAGGTCTTCTCATATSGACGGGCTCCGTACCCTAAAATGTCACTGAAAGAGG . 

i i i [ i i t 1 | ■ ■ . ■ i . . ■ . f ■ . ■ . i . . . . 1 » ■ ■ » I » ■ ■ ■ 1 ] i ■ ■ ■ i i i » » | ]£>qu 

AAACCCCACGACGAGACCCTCGAGAAGAGTATACCTGCCCGAGGCATGGGATTTTACAGTGACTTTCTCC 

" ! " '. ! " Befcw ; 



SUGS304 



SUG#304 



SUG#282 



SUG#313 



SUG#282 



SUGS304 



FGVLLMEV FSYGRAPYPKMSLKE 
LGCCS GRSSHHD GLRT LKCH . KR 

F W G A A L G 6 L L I W T G S V P,- N V T E R G 




signed 



12 — '■ ~~V fWvk o* F 

PRn^jj^H^B^HBfliflB^ 'Te rm sn&' J*r* Page 10 3 / 

Tmo T-onsensus 4/12 Mapf1> 2053)Site and Sequence , i\ (»«« » M ) 

Tr.TrRRAGGCCCTGeACAAEGGGTACCGCATGGAACqC CiCCjCjSAGG^CT^CCA^ BCCCGTGCACRTArT ✓ ' 

i .... I .... 1 1 ■■■ > 1 1 ■ ' 1 » ' 1 1 1 !■ ' 1 1 1 1 1 1 >*' ' ' ' * 



ACAGCCTCCGGGACCTCTTCCCCATGGCGTACCTTGGGGGGGCTCCCfACAGGT 

xi 



Below 



iGCCCGTGCACGTACT 
"" l ' 1 ' h 1610 
CGGGCACGTGCATGA 



One strand 



Si! 



SUGS304 



SUG#282 



SUG9313 



SUG3282 



SUGS304 



VS EALEK GYR HE P 
C RRPVRRGTAWN P 



~7~ 



S R P V H V L 
G ~~C ,P G P C T Y 



VGGPGEGVPHGTPPRAV OARAR T 

i - ■ - . --^ ■ ■ * i » t t a... 

V'' 

CATGAGCAGCTGCTGGGAGGCAGAGCCCGCCGCCGGCCACCCTTCCGCAAACTGGCCGAGAAGCTGGCCC 

■ ■ ■ ■ i ■ ■ ■ • I | .... i .... | .... i ■ ... | .... i .... | .... i ■ ... | , ... i | |680 

GTACTCGTCGACGACCCTCCGTCTCGGGCGGCGGCCGGTGGGAAGGCGTTTGACCGGCTCTTCGACCGGG 



One strand 



Below 



8UG#293 



#267 



SUG#293 



SUGS2&2 



SUG3282 



SUGS304 



uPr A A A , G n R Q S P P P A T L P 0 T G R E AGP ~ 
■ . 0 L L G G RARRRPPFRKLAEKLA — 

" " ------- ' 1 1 ' • ■ ■ I ■ ■ ■ - ■ ■ . - - . • _ . ■ . - _ . 

G6GAGCTACGCAGTGCAGGTGCC CCAGCCTCCGTTCTCAGGGCAGGACGCCGACGGCTCCACCTCGCCCC 

' ' ' ' ' ' 1 ' ' 1 ■ » ■ 1 ■ ' ' ' ■ » ■ \ ■ ~ ■ ■ ■ ■ ■ | - ■ i i i | i i ■ , , | , , , I 1750 

CCCTCGATGCGTCACGTCCACGGGGTCGGAGGCAAGAGTCCCGTCCTGCGGCTGCCGAGGTGGAGCGGGG 

, Bctow . ~" 

SU6S293 

#267 
SUG#293 



SUG#282 



1 



SUG#304 



GS YAV OV PQP 




ppr] 



MKK1-3 consensus 4/12 Map (1 > 20S3)SHe and Sequence 



Page f -1i> 



13 



R E L R S 



A6APASV LR AG R R R L H/ U A P- -;V 



GAAGCCAGGAGCCCTGACCCCACCCGGI^ 
CTTCGGTCCTCGGGACTGGGGTGGGCCACCCCGGG ; 



1820 



Below 



SUG#293 



#267 



SUG#3D4 



SUGS203 



RSDEP. PHPVGPLAORT ER V E S T A 
E A R S P D P T R Vf G P W.P R Q P R E W R V R 
K P GALTPPGGALGPE PRE S G E Y G 

GTGGGGGCACTGACCAGGCCCAAGGAGGGTCCAGGCGG6CAAGTCATCCTCCTGGTGCCCACAGCAGGGG ; ^ 
CACCCCCGTGACTGGTCCGGGTTCCTCCCAGGTCCGCCCGTTCAGTAGGAGGACCACGGGTGTCGTCCCC 

" " " Below 



SUGS293 



#267 



SUGS293 



WGH P GPRRVQAGK S SSWCP OQ G^ 
R G G T D Q A Q G G S R R A S H P P 6 A H 5 R G 
V G A L T R P K E G P G 6 Q V 1 L L V P, T A G 

CTGG CCCACGTAGGGGGCTCTBGGCGGCCCGTGGACACCCCABACCTGCGAAGGATGATCGCCCGATAAA ^ 

GACCGB5TGCATCCCCCGAGACCCGCCGGGCACCTGTGGGGTCTGGACGCTTCCTACTAGCGGGCTATTT 



Below 



SUG3293 



#267 



SUG#293 



LA HVGGSG RP VDT P0LRRM1A R . 
W P T G A L G G P W T P 0 T C E G . S P D K 

A G P R * R G L W A A R G H P R P A K DDR P I K 

. t - ■ . . i i ■ - 



bigneo 
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MKK1-3 consens us 4/12 Map - fl-» 2053)Site and Sequence : 

^GGATTCTAAG G ACT«yr^^ 

CTGCCTAAGATTCCTGAGATTTTTTTCCCCCCCGGGCCATGGGTTAAGCGGGATATCACTCAGCATAATT 



Below 



SUG3293 



2 



Only once 



#267 



SUG5233 



R R I L RTL KKGGARYP1R P I V S R I K 
DGF. GL. KK GGPGTO FAL. . V V L 
TDSKDSKKRGGPVPNSPYSE SY. 

. , . , . ■ ■ I ■ 



AATTAACTGGCCGTCGTTTTAAT 

»- 1 1 I ' * > 2053 

TTAATTGACCGGCAGCAAAATTA 



Oniy_once 



SUGS293 



I N W P S F . 
KLTGR RFN 

N . L A V V L H 

— . . , i . . — ■ . . . . i . .> 



